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Vitiligo is an autoimmune disease characterized by destruction of melanocytes, leaving 0.5% of the population with
progressive depigmentation. Current treatments offer limited efficacy. We report that modified inducible heat shock
protein 70 (HSP70i) prevents T cell–mediated depigmentation. HSP70i is the molecular link between stress and the
resultant immune response. We previously showed that HSP70i induces an inflammatory dendritic cell (DC) pheno-
type and is necessary for depigmentation in vitiligo mouse models. Here, we observed a similar DC inflammatory
phenotype in vitiligo patients. In a mouse model of depigmentation, DNA vaccination with a melanocyte antigen
and the carboxyl terminus of HSP70i was sufficient to drive autoimmunity. Mutational analysis of the HSP70i substrate-
binding domain established the peptide QPGVLIQVYEG as invaluable for DC activation, andmutant HSP70i could not
induce depigmentation. Moreover, mutant HSP70iQ435A bound human DCs and reduced their activation, as well as
induced a shift from inflammatory to tolerogenic DCs in mice. HSP70iQ435A-encoding DNA applied months before
spontaneous depigmentation prevented vitiligo in mice expressing a transgenic, melanocyte-reactive T cell receptor.
Furthermore, use ofHSP70iQ435A therapeutically in a different, rapidly depigmentingmodel after loss of differentiated
melanocytes resulted in 76% recovery of pigmentation. Treatment also prevented relevant T cells from populating
mouse skin. In addition, ex vivo treatment of human skin averted the disease-related shift fromquiescent to effector
T cell phenotype. Thus, HSP70iQ435A DNA delivery may offer potent treatment opportunities for vitiligo.
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INTRODUCTION

Vitiligo is an autoimmune disease that affects about 0.5% of the world
population; patients with vitiligo present with progressive skin de-
pigmentation (1). About 25%more women than men develop the disease
(2). Current treatment modalities seldom induce lasting repigmenta-
tion. Ablation of autoimmunity is the most commonly prescribed ap-
proach, through the use of systemic or topical corticosteroids or topical
application of calcineurin inhibitors (tacrolimus, pimecrolimus), often
supplemented by ultraviolet (UV) phototherapy (3). Treatment re-
sponses are frequently inadequate, and complications from steroid
therapy or calcineurin inhibition can occur (4). Melanocyte-protective
pseudocatalase treatment does not appear to offer superior efficacy over
UV treatment alone (5). Transplantation can remedy local depigmenta-
tion only in patients with already stable disease (6). Accordingly, a safe
and effective approach that induces immune tolerance to melanocyte
differentiation antigens may offer a superior alternative. This prompted
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us to identify a molecular entity critically involved in depigmentation
and design an intervention method.

Expanding vitiligo lesions are consistently infiltrated with T cells in the
areas lining the lesional borders; these infiltrating T cells are composed pri-
marily of CD8+ cytotoxic T cells reactive withmelanocyte-specific antigens
(7). Because melanocyte-specific antigens are also targeted by T cells in
deadlymelanoma skin cancers, patients with vitiligomay develop immune
responses that affect their odds of developingmelanoma.Autoimmune vit-
iligo patients develop immune responses mediated by T cells expressing
high-affinity T cell receptors (TCRs) that may be exploited for melanoma
treatment (8). Indeed,melanomaandother skin cancers appear tooccur less
frequently in establishedvitiligopatients (8).Moreover, increasednumbers
of CD11c+ dendritic cells (DCs) have been observed in vitiligo perilesional
skin, whichmay lend to an increased vitiligo/antimelanoma response (9).

Inducible heat shock protein 70 (HSP70i) has recently gained attention
for its role in precipitating vitiligo (10). In an initial screening of potential
stress protein involvement,HSP70i in nonlesional and lesional skin biopsies
provided the most apparent example of differential expression (11). De-
pigmentation inmice vaccinated with DNA encodingmelanocyte antigens
was markedly enhanced in response to the presence of HSP70i-encoding
DNA, suggesting the immune-enhancing role of the stress protein (12).
In knockoutmice, the absence of HSP70i greatly affected their ability to de-
velop progressive depigmentation, which correlatedwith reduced activation
of a CD8+ T cell–mediated response to melanocytes (10). In addition, the
antigen-presenting cell (APC) profile is driven toward an inflammatory
repertoire in vitiligo-prone mice after vaccination withHSP70i (10).

HSP70i can be secreted by live cells of neuronal ancestry (13). Soluble
HSP70i can activate DCs, leading to more efficient uptake, processing, and
presentation of antigens (14). Thus, the interaction between extracellular,
TranslationalMedicine.org 27 February 2013 Vol 5 Issue 174 174ra28 1
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solubleHSP70i and recipientDCswill need to be compromised to inter-
vene with depigmentation. A strategy involving targeting of theDC sur-
face is limited by the existence ofmultiple different receptors for HSP70i
on DCs (15–18), and functionally blocking all receptors will have con-
sequences well beyond preventing HSP70i activity. Blocking HSP70i itself
at a site otherwise involved in binding DCs may be more successful.

Here, we identified an HSP70i variant that prevents the vitiligo-
associated inflammatory DC phenotype and averts depigmentation in
mice. We conclude that mutant HSP70i is not only an inactive variant
but also bindsDCs and alters their function to interfere with subsequent
T cell activation. The implications of this study are that HSP70iQ435A
DNA delivery may be used for the treatment of vitiligo patients.
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RESULTS

Vitiligo patients present with inflammatory DCs
DC subsets can be identified on the basis of surface expression of
CD11b and CD11c markers and by the cytokines they generate. In-
flammatory DCs (CD11b+CD11c+) produce interleukin-17 (IL-17)
and are associated with inflammation, whereas an anti-inflammatory
CD11b+CD11c−populationwill generate cytokines including IL-10 and
transforming growth factor–b to support regulatory T cell differentiation
(19, 20). Conventional CD11b−CD11c+ DCs are particularly support-
ive of T helper 1 responses and secrete IL12p70 (19, 20). Differential
expression of HSP70 in vitiligo skin is accompanied by DC infiltrates
(9, 11). Exposure of mice to HSP70i results in increased abundance of
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inflammatory (CD11b+CD11c+) DCs
(10). To establish whether the same
elevated inflammatory DC content is also
found in vitiligo patients (see table S1 for
patient information), we stained peripheral
blood mononuclear cells (PBMCs) from
vitiligo and non-vitiligo controls for
CD11b and CD11c expression (after gating
out T and B cells). A marked increase in
CD11b+CD11c+ cells (R2) was observed
among PBMCs from the vitiligo patients
(Fig. 1, A and B; P = 0.04). No differences
were found between the two groups among
the percent of cells staining for CD11b+ or
CD11c+ alone.

To assess whether this inflammatory
DC subset is present in skin, we stained
biopsies from non-vitiligo controls and
nonlesional and perilesional tissue from
vitiligo patients for CD11b and CD11c
expression to identify different subsets of
APCs. A significant increase was observed
in inflammatory CD11b+CD11c+ cells in
perilesional skin versus nonlesional (P =
0.0495) and non-vitiligo skin (P = 0.0495)
(Fig. 1, C to F). The inflammatory DC pop-
ulation was observed mainly in the dermis
and toward the dermo-epidermal junction
(Fig. 1,C toE). These data reveal amarked-
ly increased abundance of inflammatory
CD11b+CD11c+ DCs in human vitiligo.
www.Science
Autoimmune stimulatory activity resides in the
C terminus of HSP70i
HSP70i is necessary for autoimmune vitiligo in mice (10). Therefore, we
hypothesized that manipulating HSP70i could locally alter the APC profile
and affect the resulting immune response. Thus, it was important to iden-
tify the DC-activating region in HSP70i. We cloned overlapping sequence
fragments of HSP70i encoding either the N-terminal (amino acids 1 to
377) or C-terminal (amino acids 320 to 641) regions. Protein expression
was confirmed by Western blot with HSP70i-reactive antibodies (fig. S1).
C57BL/6micewere thenvaccinatedwithDNAplasmids encodinghuman
melanocyte antigen TRP-2 (hTRP-2), which is capable of inducing tem-
porary,minor depigmentation, combinedwithDNAencoding full-length
HSP70i, N- or C-terminal HSP70i fragments, or empty vector DNA
(Fig. 2A). Significant depigmentationwas observed inmice vaccinatedwith
full-lengthHSP70i, which accounted for >14%depigmentation compared
to ~2% in the empty vector–vaccinated mice (P = 0.0088; Fig. 2A). The
HSP70iCterminusaloneachievedmarkedlygreater levelsofdepigmentation
(>40%) than the full-length sequence when compared to empty vector–
vaccinated mice (P = 0.0139; Fig. 2A) and N terminus–vaccinated mice
(P = 0.0275; Fig. 2A). By contrast, the N terminus did not induce depig-
mentation (<5%, similar to empty vector–vaccinated mice) (Fig. 2A).
The overlapping N- and C-terminal regions are depicted in Fig. 2B.

The DnaK peptide QPSVQIQVYQGEREIAAHNK (DnaK407–426)
was shown to drive DC activation during inflammation in response to
infection, inducing DCs to produce tumor necrosis factor–a and IL-12
(18). However, the corresponding DC-activating region within human
HSP70i remains unidentified to date. To further define the region within
Fig. 1. APCs in progressive human vitiligo reflect the phenotype observed in response to HSP70i. (A)
PBMCs from non-vitiligo (N.V.) control (left flow plot) and vitiligo (right flow plot) patients were gated

for expression of CD11b and CD11c after excluding T and B cells. (B) Quantification of the percentage
of cells among R1 to R3 indicates an increase in R2 (CD11b+CD11c+) cells among the vitiligo patient
samples. (C to E) Non-vitiligo (N.V.) patient (C) and vitiligo patient (D) nonlesional (N.L.) and (E) perilesional
(P.L.) skin were stained for expression of APC markers CD11b (red staining and arrows) and CD11c (blue
staining and arrows) with colocalization observed in purple (purple staining and arrows). (F) Quantification
of double positive–stained cells indicates a significant increase in CD11b+CD11c+ cells within perilesional
skin. Scale bars, 25 mm. n = 3. *P < 0.05, **P < 0.01.
TranslationalMedicine.org 27 February 2013 Vol 5 Issue 174 174ra28 2
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the C terminus of humanHSP70i required for inducing depigmentation,
we identified the peptide sequence QPGVLIQVYEGER as maximally ho-
mologouswith the proposedDC-activating regionofmicrobialDnaK (18).
To assess this peptide’s actual contribution to autoimmune activation, we
generatedmutant constructs using site-directedmutagenesis (Fig. 2B). Pro-
tein expression frommutant sequences was demonstrated byWestern blot
with monoclonal antibody SPA-810, generated against a 67-mer partially
overlapping the peptide of interest, and polyclonal antibody SPA-811
recognizing a C-terminal peptide downstream (fig. S1A).

We next determined the depigmenting effects of mutant HSP70i in
vivo. Wild-type C57BL/6 mice were vaccinated with plasmids encoding
wild-type or mutant HSP70i and melanosomal antigen hTRP-2, and de-
www.ScienceTranslationalMedicine.org 27
pigmentation was assessed 5 weeks after
the final vaccination (Fig. 2C).Depigmen-
tation was significantly decreased in the
presence of variants HSP70iQ435A (P =
0.0055), HSP70iV438K, I440A (P = 0.0178), and
HSP70iV442A, Y443V (P = 0.0015) compared to
wild-type HSP70i. This further confirms a
peptide of interest consistingof aminoacids
QPGVLIQVYEGas crucial to immuneacti-
vation [andexcludes aminoacidsER(amino
acids 446 to 447) as being necessary for
depigmentation].

Of interest, antibody SPA-810 dem-
onstrated markedly reduced reactivity
toward mutants HSP70iV438K, I440A,
HSP70iV442A, Y443V (>60% reduced reactiv-
ity), but not HSP70iE446V, R447A compared
to the wild-type sequence (fig. S1, A and
B). In concordance with the immunizing
peptide used to generate SPA-810, recog-
nition of HSP70iQ435A was not affected
(fig. S1, A and B). Together, the data indi-
cate that SPA-810 recognizes an epitope
that overlaps with our DC activation se-
quence of interest, yet antibody binding
is unaffected by the HSP70iQ435A mutation.
Because SPA-810 can inhibit DC activa-
tion in vitro, these data provide further
support for the involvement of its target
sequence in DC activation (10). Because
theHSP70iQ435Amutation does not affect
binding of SPA-810, this mutation is well
suited for further studies. Further, a three-
dimensional representation of HSP70i
demonstrates that the Q435A mutation
is peripherally located, and thus suggests
that it is uniquely positioned to interactwith
DCs independent of its chaperone function
(Fig. 2D, arrow). Therefore, a single amino
acid difference in theQPGVLIQVYEGpep-
tide is sufficient to inactivate the depigmen-
tation accelerating effects of HSP70i and
supports thecrucial involvementof themoi-
ety in inducingautoimmunedepigmentation.

Mice vaccinated with HSP70i develop a
humoral response to the protein (12). The
exact sequence with HSP70i bound by these circulating antibodies may af-
fect the ability of HSP70i to activate DCs. To determine whether the N or
C terminus of HSP70i was the target of humoral responses inmice, we pre-
pared protein homogenates from HSP70i-transfected COS7 cells and
electrophoresed them on an SDS-polyacrylamide gel. In serum from
the empty vector– andHSP70i1–377–vaccinated mice, antibodies toward
HSP70i were not detected, whereas mice vaccinated with either full-
length HSP70i or the C terminal (HSP70i320–642) developed antibodies
toward the C terminal of HSP70i (fig. S2A). FurtherWestern blotting re-
vealed that humoral responses were directed toward residues 494 to 641,
rather than residues 262 to 551, recognizingC-terminal aminoacids beyond
aminoacid551 (fig. S2B).Thedata are congruentwith theproposed location
Fig. 2. A peptide within the C terminus of HSP70i is required for inducing depigmentation. (A) To identify the
region ofHSP70i critical for inducing depigmentation,micewere vaccinatedwithDNAplasmids encodingwild-

type (WT) N terminus, C terminus, or full-length HSP70i. Mice vaccinated with HSP70iN terminus (residues 1 to
377) expressed depigmentation similar to the empty vector control–treated animals. Mice vaccinated with the
HSP70i C terminus displayed far greater levels of depigmentation than those exposed to full-lengthHSP70i plus
hTRP-2 vaccination (n=5). Representative images of C57BL/6mice imaged 4weeks after vaccinationwithDNA-
encodingmelanosomal antigen hTRP-2 and either full-lengthHSP70i, N-terminal (N-term) or C-terminal (C-term)
HSP70i fragments, or empty vector (EV) are shown.Micewere vaccinated five times, every 7 days, with 5.6 mg of
total DNA. (B) Schematic of the N-terminal ATP-binding domain (ABD) and C-terminal substrate–binding do-
main (SBD) of HSP70i and fragments (HSP70i1–377 and HSP70i320–641) and mutations introduced within the
putativeDC-activating region. (C) Nodepigmentationwasobserved inmice receiving vaccinationswithhTRP-2
and severalmutant versions ofHSP70i compared tohTRP-2 andWTHSP70i, supporting the crucial involvement
of the 11-mer with the exceptions of amino acids 446 and 447. Representative images of mice 5 weeks after
vaccination (n = 10) are shown. Mice were vaccinated four times, every 7 days, with 4 mg of total DNA. (D)
Three-dimensional representation showing the peripheral location of the mutant Q435A (magenta) residue
(red arrow) ideally located at the interface of the ATP- and substrate-binding domains. *P < 0.05, **P < 0.01.
February 2013 Vol 5 Issue 174 174ra28 3
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of the DC-activating region within HSP70i proposed above and explain
why endogenous antibodies toHSP70imay not affectDCbinding and ac-
tivationmediated byHSP70i. TheC terminus is thus required for inducing
depigmentation and ismore immunogenic than the full-lengthHSP70i.

Mutant HSP70i interferes with DC activation
To determine the role of the QPGVLIQVYEG moiety in DC activa-
tion, we vaccinated wild-type C57BL/6 mice and vitiligo-prone TCR
www.Science
transgenic Pmel-1 mice (21) using plasmids encoding either wild-type
HSP70i, HSP70iQ435A, or empty vector DNA. The Q435A mutation
was used because of its position potentially affecting DC binding and
activation (Fig. 2D). Splenocytes were stained for expression of markers
CD11b and CD11c after excluding T and B cells. No additional gating
for monocytes was performed. We observed marked differences in
the abundance ofmonocyte-derived subpopulations based onCD11b
and CD11c expression levels shown as R1 to R3 (Fig. 3, A and B). The R1
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Fig. 3. WT HSP70i accelerates and mutant HSP70i prevents depig-
mentation in vitiligo-pronemice. (A) TolerogenicDCs are induced in response

encoding DNA. (C) Images were obtained 6 months after treatment. Pmel-1
mice depigmented within and distal to the site of vaccination. (D) Cumulative
toHSP70iQ435A. (B) Representative flow cytometry plots and cumulative graphs
of mice vaccinated three times in total, every 7 days, with 4 mg of WT,
HSP70iQ435A (Q435A), or empty vector (EV) control DNA. Splenocytes from
Pmel-1 mice (n = 3) 6 months after vaccination were analyzed by flow cy-
tometry. Gating for CD11b and CD11c expression among nonlymphocytes,
we observed three distinct populations that vary in abundance in response
to the treatments. Differential expression of CD11b and CD11c was found
after vaccinationwithWT or HSP70iQ435A plasmids. In contrast toWTHSP70i,
theanti-inflammatorypopulation (R1)displays increased, and the inflammatory
population (R2) displays decreased, abundance in response tomutant HSP70i-
graphs of mice in (C). Pmel-1 mice receiving mutant HSP70i displayed sig-
nificantly less depigmentation compared to WT HSP70i or empty vector–
exposedC57BL/6mice, confirming inhibitionbymutantHSP70i. (E) To test the
therapeutic effectsofHSP70iQ435A in rapidlydepigmentingvitiligo-pronemice,
tyrosinase-responsive TCR transgenic h3TA2mice were vaccinated five times,
every 6 days, with 5.6 mg of either empty vector– or HSP70iQ435A-encoding
DNA plasmid. Mice were imaged 4 weeks after the final vaccination at just
over 9 weeks of age. (F) Cumulative data from (E) demonstrating that empty
vector–vaccinated mice had significantly more depigmentation than the
HSP70iQ435A-vaccinated mice (n = 4). *P < 0.05, **P < 0.01.
TranslationalMedicine.org 27 February 2013 Vol 5 Issue 174 174ra28 4
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population is characterized by expression of CD11b+CD11c−, typical for
regulatoryDCs (20). Compared toHSP70i-based vaccination, we observed
significant skewing toward a greater R1 population after HSP70iQ435A
vaccination (P = 0.022; Fig. 3B). There was also a trend toward increasing
activation afterHSP70iQ435A vaccination compared to empty vector (P =
0.0618; Fig. 3B). By contrast, the DC populations R2 (CD11b+CD11c+),
representative of proinflammatory DCs, and R3 (CD11b−CD11c+), rep-
resentative of classic inflammatory DCs (20), showed opposing changes
(Fig. 3B; P= 0.028 and P= 0.0029, respectively). Overall, these data indi-
cate that wild-typeHSP70i andHSP70iQ435A oppositely drive the relative
abundance of immune cell subpopulations associated with autoimmune
depigmentation in mice.

Mutant HSP70i inhibits depigmentation in vitiligo-prone mice
Six months after vaccination, Pmel-1 mice exhibited spontaneous de-
pigmentation, yet animals exposed to wild-type HSP70i displayed sig-
nificantly increased ventral and dorsal depigmentation compared to
HSP70iQ435A or empty vector (P = 0.0495; Fig. 3, C and D, and fig. S3).
As expected, in the absence of a targetable antigen, no depigmentation
was observed in vaccinated C57BL/6 mice (Fig. 3, C and D). Depig-
mentation was significantly prevented in Pmel-1 mice vaccinated with
HSP70iQ435A DNA compared to mice vaccinated with empty vector
(P = 0.0495; Fig. 3, C and D, and fig. S3). Thus, a single amino acid
variation in the putative DC binding region of HSP70i is sufficient to
actively interfere with immune activation and subsequent depig-
mentation in vivo.

On the basis of our observations that HSP70iQ435A can prevent
depigmentation in mice prone to delayed and slowly progressing de-
pigmentation, we next assessed whether HSP70iQ435A can be therapeutic
in the context of existing vitiligo. We treated the early and rapidly de-
pigmenting mouse strain h3TA2, which expresses T cells bearing a
human tyrosinase-reactive TCR transgene and HLA-A2.1 (22). Depig-
mentation initiates by about 4 weeks of age, accompanied by a marked
loss of melanocytes in 5-week-old animals (fig. S4). Treatment with
HSP70iQ435A or empty vector DNA was initiated at 5 weeks of age. Im-
ages of representative mice comparing pre- and postvaccination are
shown in fig. S4. Eight weeks later, the pelage of h3TA2 mice unvac-
cinated or vaccinated with empty vector DNA was 86% depigmented
(Fig. 3, E and F). By contrast, an astonishing 76% of depigmentation
in the pelage of mice was restored with mutant HSP70iQ435A and the
pelage returned almost fully pigmented (P = 0.0143; Fig. 3, E and F,
and fig. S4).Thus, HSP70iQ435A can reverse the depigmenting pheno-
type, critical for treatment of active disease.

Mutant HSP70i prevents accumulation of antigen-specific
T cells in the skin
T cell activity mediates the loss of melanocytes in patients with vitiligo
(23). To analyze the local immune-modulating effects of wild-type
HSP70i and HSP70iQ435A DNA exposure, we probed the skin of the
Pmel-1, C57BL/6, and h3TA2 mice for T cell infiltration. Skin from
Pmel-1 mice contained significantly more CD3+ T cells in response to
wild-type HSP70i compared to either empty vector– or HSP70iQ435A-
vaccinated mice, and skin-infiltrating T cells were primarily located in
the dermis and hair follicles (P = 0.0495; Fig. 4, A and E). By contrast,
a trend toward decreased T cell infiltration was observed in response
to HSP70iQ435A vaccination (Fig. 4, B and E). Skin from the h3TA2 mice
contained significantly fewer CD3+ T cells in response to HSP70iQ435A
(P = 0.03; Fig. 4, C, D, and F). We next examined cytotoxic T lym-
www.Science
phocyte infiltrates held responsible for melanocyte killing by staining
for CD8. HSP70iQ435A vaccination significantly decreased this popula-
tion in Pmel-1 mice compared to HSP70i (P = 0.0495; Fig. 4, G, H,
and K) and showed a decreasing trend compared to empty vector–
exposed mice. The number of melanocyte-reactive antigen-specific T
cells was also significantly reduced in HSP70iQ435A-treated h3TA2
skin (P = 0.03; Fig. 4, I, J, and L) corresponding to pigment retention.
Together, these data reveal a direct effect between skin exposure to
HSP70iQ435A and decreased T cell infiltration resulting in pigment
retention.

To further demonstrate a role for T cells in mediating depig-
mentation, we vaccinated CD4 and CD8 knockout mice using DNA
plasmids encoding either wild-type HSP70i, HSP70iQ435A, or empty
vector in combination with antigenic mouse Tyrp1ee (optimized TRP-1)
(24). Wild-type HSP70i significantly supported depigmentation only in
C57BL/6 control mice compared to empty vector (P = 0.0088; fig. S5)
and HSP70iQ435A (P = 0.0493; fig. S5). By contrast, depigmentation was
not observed in the CD4 or CD8 knockout mice, demonstrating the
requirement for both helper and cytotoxic T cells in depigmentation
(fig. S5).

Mutant HSP70i interferes with T cell activation
The relative expression of the transcription factors Eomes and T-bet
has been shown in T cells to define a quiescent versus effector status
(25). T cells from the HSP70iQ435A-treated Pmel-1 mice were analyzed
for these transcription factors. Although T-bet expression remained
similar among the mouse groups, Eomes expression was lower among
CD8+ T cells from HSP70i-vaccinated Pmel-1 mice (versus empty
vector–vaccinated mice, P = 0.039; Fig. 5A) and showed a decreasing
trend compared to HSP70iQ435A vaccination (P = 0.05; Fig. 5A), re-
flecting a more apparent effector phenotype. By contrast, treatment
with HSP70i induces an effector phenotype resulting in a significant
depression of the Eomes to T-bet ratio despite minimal changes in T-bet
alone (P = 0.035 compared to HSP70iQ435A, and P = 0.02 compared to
empty vector; Fig. 5, B and C).

In the previous experiment, we demonstrated that the Eomes/
T-bet ratio in mice reflects an effector T cell status after vaccination
with HSP70i. Because the immune profiles in vitiligo patients appear
to reflect HSP70i-induced changes, we next examined T cell profiles in
vitiligo patient tissues. T cells from non-vitiligo and vitiligo patients
were stained for Eomes and T-bet, and analyzed by flow cytometry
(Fig. 5, D and E). We observed a decreasing trend in the Eomes/T-bet
ratio, again indicating an effector response in the periphery of vitiligo
patients (P = 0.06; Fig. 5F). Similarly, perilesional skin from vitiligo
patients displays decreased Eomes expression by CD8+ T cells (P =
0.0495; Fig. 5, G and H) as well as increased T-bet expression (P =
0.0495; Fig. 5, I and J) compared to nonlesional and non-vitiligo con-
trol skin. As with the HSP70i-vaccinated mice, reduced Eomes/T-bet
ratios were observed in the skin of vitiligo patients (P = 0.0495; Fig. 5K).
We also determined that human vitiligo perilesional skin contains more
cells expressing the homing receptor CXCR3 cells than nonlesional skin
(P = 0.02; fig. S6), again correlating with the role assigned to this gene
product in a mouse model of vitiligo (26).

Wild-type, but notmutant, HSP70i activates humanDCs in vitro
Next, we compared the DC-stimulatory effects of wild-type and mu-
tant HSP70i in vitro. Human PBMCs were magnetically sorted and
driven toward immature DCs by addition of granulocyte-macrophage
TranslationalMedicine.org 27 February 2013 Vol 5 Issue 174 174ra28 5
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colony-stimulating factor (GM-CSF) and IL-4 cytokines (27). After
1 week, His-labeled wild-type HSP70i or HSP70iQ435A full-length pro-
tein, or commercially obtained wild-type HSP70i was added. Twenty-
four hours later, the DCs were analyzed for CD11c, CD80, CD83, CD86,
and HLA-ABC expression by flow cytometry (Fig. 6, A to E). Among
the entire CD11c+ population, increases in expression of all DC activa-
tion markers were observed in presence of HSP70i or lipopolysaccharide
www.ScienceTranslationalMedicine.org 27
(LPS) (Fig. 6, A to E). By contrast, addition
of HSP70iQ435A decreased expression of
the activation markers (Fig. 6, A to E).

The previous findings show that
HSP70iQ435A protein directly affects DC ac-
tivity. To determine whether HSP70iQ435A
can bind DCs despite the mutation, we
used ImageStream analysis, allowing us
to quantify expression of a marker by
fluorocytometry and localize its expres-
sion by confocal analysis within the same
set of cells. Antibodies toward HSP70i
(SPA-820) and the His tag were used to de-
termine relative binding of wild-type and
HSP70iQ435A to DCs (Fig. 6E). Indeed, we
detected labeling by both antibodies in the
wild-type and also HSP70iQ435A-treated
samples, whereasmedia alone samples con-
tained background levels of fluorescence
(Fig. 6, E and F). Together, these data con-
firm thatHSP70iQ435Abinds tohumanDCs
andactively interfereswithactivationmarker
expression.

HSP70i activates transcriptional
and homing factors in human skin
To translate responses to HSP70iQ435A
toward treatment of human disease, we ex-
posed human skin samples ex vivo and
followed the profiles of collected immune
cells by fluorocytometry. Skin explants were
treatedwith or without wild-type ormutant
HSP70i protein added to the media. Skin T
cells were analyzed by flow cytometry 6 days
later. Eomes expression was up-regulated in
response toHSP70iQ435A (P= 0.02; Fig. 7A)
andwild-typeHSP70i (P= 0.0027; Fig. 7A).
By contrast, a trend toward decreased T-bet
expression was visible only in response to
HSP70iQ435A (Fig. 7B). As we have shown in
treatedmice (Fig. 5C),HSP70iQ435A resulted in
a shift of the Eomes/T-bet ratio from an effec-
tor to a quiescentphenotype (P=0.0154 com-
pared to HSP70i, and P = 0.02 compared to
media only; Fig. 7C). In addition, the T cell
skin-homing marker cutaneous lymphocyte-
associated antigen (CLA) was up-regulated
in response to wild-type HSP70i (P = 0.0147
compared to HSP70iQ435A, and P = 0.0327
compared tomedia only; Fig. 7D), congruent
to observations in vitiligo donors (28).
We also examined whether T cell activation can be abrogated by
HSP70iQ435A in human peripheral blood samples. To measure antigen-
specific T cell responses, we took advantage of preexisting cytomegalo-
virus (CMV)–reactive T cells from CMV+ HLA-A2+ donors. PBMCs
were pulsed with CMVpp65 peptide and cocultured with wild-type or
HSP70iQ435A. After 48 hours, the cells were analyzed by flow cytom-
etry. As in the skin explant model (Fig. 7C), Eomes expression was
Fig. 4. Decreased T cell infiltration is observed after HSP70iQ435A vaccination. (A) Pmel-1 mice vaccinated
with empty vector (EV) DNA showed abundant skin infiltration by CD3+ T cells (arrows) localized mostly to

hair follicles (asterisks). (B) CD3+ T cell infiltrates seen in (A) were decreased after HSP70iQ435A (Q435A)
administration. (C and D) T cell infiltrates in skin of h3TA2 mice in response to empty vector and (D)
HSP70iQ435A. (E) Cumulative data showing changes in skin-infiltrating T cells in treated mice. (F) Quantifi-
cation of T cell infiltrates in h3TA2 mice. (G) Most of the skin-infiltrating T cells were cytotoxic. (H) In the
Pmel-1 mice, CD8+ infiltrates in response to empty vector decreased after HSP70iQ435A exposure. (I) Re-
duced number of melanocyte-reactive T cells was observed in response to HSP70iQ435A. T cells were quan-
tified on the basis of expression of the tyrosinase transgene–reactive TCR Vb12 subunit. (J) A decrease in
Vb12

+ cells was observed after vaccination with HSP70iQ435A. (K) Quantification of cytotoxic T cell infiltrates
in C57BL/6 and Pmel-1 mice. (L) Quantification of melanocyte-reactive T cells in h3TA2 mice. Arrows mark
stained cells. Scale bars, 50 mm. *P < 0.05.
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up-regulated in response to HSP70iQ435A (P = 0.0041; fig. S7A) and
wild-type HSP70i (P = 0.0244; fig. S7A). By contrast, T-bet was sig-
nificantly decreased in response to HSP70iQ435A (P = 0.0095; fig. S7B)
and increased in response to HSP70i (P = 0.0299 compared to media
only, and P = 0.027 compared to HSP70iQ435A; fig. S7B). HSP70iQ435A
resulted in a notable shift of the Eomes/T-bet ratio from an effector to
a quiescent status (P = 0.0262 compared to HSP70i, and P = 0.0216
compared to media only; fig. S7C). Likewise, expression of the homing
receptor CLA was significantly up-regulated in response to wild-type
HSP70i (P = 0.0147 compared to HSP70iQ435A, and P = 0.0327 com-
pared to media only; fig. S7D).

We also demonstrated that human skin cells express both wild-
type and mutant HSP70i proteins after biolistic transfection (Fig. 8),
indicating that DNA vaccination can affect human skin. This may be
an important step in bringing HSP70iQ435A to the clinic. Together,
these data reflect that the immune response in human tissues can
www.Science
be differentially driven by HSP70i, which may provide a crucial step
in treating vitiligo.
DISCUSSION

Differential expression of HSP70i has been observed among non-
lesional and lesional human skin samples from vitiligo patients, which
prompted us to investigate the phenotype of infiltrating DCs in
perilesional vitiligo patient skin. A prevalence of CD11b+CD11c+ DCs
as observed here is congruent with our hypothesis that HSP70i secreted
under stress will activate local DCs and induce an inflammatory phe-
notype as previously observed in mice in response to the HSP70i vaccine
(10), and this inflammatory CD11b+CD11c+ DC subset may provide a
target for therapy. To better understand the role of HSP70i in auto-
immune activation, and identify a region that may be blocked from
Fig. 5. HSP70i-treated mice display a similar effector T cell phenotype as
vitiligo patient tissue. (A) A decreased percentage of splenocytes from the

Nonlesional (N.L.) (G) and perilesional (P.L.) (H) vitiligo skin was stained for
T-bet (red staining and arrows) and CD8 (blue staining and arrows) expres-
WT HSP70i-exposed Pmel-1 mice (Fig. 3) expresses the T cell transcription
factor Eomes, supporting an enhanced effector T cell phenotype. (B and
C) Combined with T-bet expression (C), the resulting Eomes/T-bet ratio fur-
ther indicates increased effector responses in mice exposed to HSP70i (n =
3). (D and E) Representative histograms of human PBMCs from non-vitiligo
(N.V.) control and vitiligo patients similarly analyzed for Eomes and T-bet ex-
pression. (F) The Eomes/T-bet ratio indicates an effector response in vitiligo
peripheral blood compared tonon-vitiligo control patient samples. (G andH)
sion, with the cytotoxic T cells shown in purple (purple staining and arrows).
A significantly larger number of CD8+/T-bet+–expressing cellswereobserved
in the dermis of perilesional skin. (I and J) Nonlesional (I) and perilesional (J)
skin stained for Eomes (red staining and arrows) and CD8 (blue staining and
arrows). Eomes-expressing CD8 cells were significantly increased in non-vitiligo
control and nonlesional skin from vitiligo patients. (K) The ratio of Eomes/
T-bet–expressing CD8 cells indicates an effector response in perilesional vit-
iligo skin, similar to that seen in the periphery. n = 3. *P < 0.05, **P < 0.01.
TranslationalMedicine.org 27 February 2013 Vol 5 Issue 174 174ra28 7
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binding and activating DCs, we generated DNA constructs containing
either the N or the C terminus of the molecule, in effect comprising
the adenosine triphosphate (ATP)– and substrate-binding domains.
Indeed, there is discussion in the field as to the region within stress
proteins most important to immune activation. Although protein fu-
sion molecules have been generated that include only the substrate-
binding region, others have suggested that the ATP-binding domain
is required and sufficient for immune activation (29, 30). In part, this
will be defined by the necessity to include an antigenic moiety that pro-
vides direction for the immune response to follow (31). Here, the C ter-
minus, including the substrate-binding domain and some residues from
the ATP-binding region, had even more pronounced effects than the
full-length molecule. Subject to further analysis, it is possible that the com-
pact size or folding of the resulting molecule, optimally exposing its
immune-activating region, positively affects its DC binding ability.

The DC-activating peptide identified within HSP70i was derived
by aligning the molecule to DnaK, looking for a sequence with high
homology (18). Among mutant plasmids, some residues proved more
critical than others, ultimately supporting the importance of our 11-mer
for DC activation. The QPGVLIQVYEG sequence is shared among
HSP70 isoforms and is highly conserved among species from protists
to mice to humans (32, 33).
www.ScienceTranslationalMedicine.org 27
Among the HSP70i mutations that
affected immune function, we initially se-
lected HSP70iQ435A to further examine
using in vivo effects in vitiligo-prone
mice. Its position within the periphery
of the molecule, strategically positioned
to affect DC binding independent of
bound substrate, together with the change
from a charged, hydrophilic moiety (Q)
to a smaller, hydrophobic one (A), sug-
gests a potential role for enhanced aggre-
gation or preferential receptor binding in
the observed effects. This is important par-
ticularly as this moiety can affect the pre-
ferred receptor for wild-type versus mutant
HSP70i. It stands to reason that engaging
and disengaging DCs involves activation
and possibly blocking of cell surface recep-
tors. DC activation has been related to the
relative engagement of C-type lectin recep-
tors (CLRs) and Toll-like receptors (TLRs),
with autoimmune pathology resulting from
simultaneous activation of both and toler-
ance resulting fromCLRactivation in theab-
senceofTLRengagement (34).Knowing that
HSP70i can bind CLRs, including LOX1, as
well as TLRs, including TLR2 and TLR4
(35), we can infer that the differential effects
observed for mutant and wild-type HSP70i
in these studies may be explained at least
inpart bydifferential binding to these recep-
tors, resulting in a different DC phenotype
and, in turn, in differential T cell activation
andrecruitment to the skin.This implies that
both wild-type and mutant HSP70i bind
DCs, which we showed here.
In Pmel-1 mice, T cells do not become spontaneously activated
early on, possibly partly due to differences between the human epitope
used to generate the model and the mouse epitope targeted in auto-
immunity (21). These animals are thus ideal to study depigmentation
after activation of melanocyte-reactive T cells, much as this occurs in
humans. In this model, HSP70i is sufficient to induce depigmentation
(10). However, natural depigmentation did not develop in animals
vaccinated with HSP70iQ435A. Instead, we observed persistent skewing
of the DC phenotype toward the inflammatory subset in response to
wild-type HSP70i and encountered this subset among PBMCs and in
skin of human patients with progressive disease. Conversely, we ob-
served persistent skewing of the DC phenotype toward the tolerogenic
subset in animals vaccinated with HSP70iQ435A. Also, HSP70iQ435A ex-
posure similarly affected human DC activation in vitro. Our data
support the concept that the direct effect of HSP70iQ435A is on DCs.
The Q435A mutation may affect the ability of the resulting stress pro-
tein to bind and activate DCs based on differential engagement of re-
ceptors described for HSP70i (36).

We postulate that the resulting DC phenotypes support different
cytokine profiles, necessary to activate or suppress relevant T and B
cell subsets. Indeed differential Eomes/T-bet ratios as observed are
likely to affect the effector phenotype and quiescent potential of resulting
Fig. 6. Mutant HSP70i suppresses human
DC activation. (A) Representative histogram
displaying HLA-ABC expression from human
PBMCs differentiated into immature DCs via
GM-CSF and IL-4 and exposed to His-tagged
WT or HSP70iQ435A (Q435A) protein (1 mg/ml).
Commercially purchased HSP70i [WT(C)],
LPS (1 mg/ml), and complete media served as controls. CD11c+ cells were analyzed for expression of
CD80, CD83, CD86, or HLA-ABC and analyzed by flow cytometry. (B to E) Changes in mean fluorescence
intensity (MFI) between treatments indicating increased expression of activation markers after addition of
His-tagged isolated WT HSP70i and commercially purchased HSP70i [WT(C)] and reduced expression of all
activation markers after addition of HSP70iQ435A compared to control media. (F) ImageStream images of
DCs after the addition of His-tagged WT or HSP70iQ435A (Q435A), or media alone. Cells were stained with
antibodies (Ab) toward HSP70i (SPA-820) or the His tag. Single and overlaid channel images are displayed.
(G) Similar MFIs using the anti-His antibody show that DCs bind both mutant and WT HSP70i.
February 2013 Vol 5 Issue 174 174ra28 8
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cytotoxic T cells (25). It has been shown that T-bet is the master

regulator of type I effector differentiation, whereas low T-bet expres-
sion (and high Eomes expression) promotes memory formation (25).
Exposure to wild-type HSP70i was accompanied by enhanced cyto-
toxic T cell responses and suppressed responses after exposure to
HSP70iQ435A. The same shift toward increased Eomes/T-bet ratios
found in mice treated with HSP70iQ435A was also observed in human
skin explants. Among cells collected from HSP70iQ435A-treated hu-
man skin, Eomes/T-bet ratios were markedly increased. In addition,
wild-type HSP70i was shown to up-regulate expression of both CXCR3
and the T cell surface marker CLA implicated in increased homing to
vitiligo patient skin observed in earlier studies (28).

HSP70i vaccination stimulated humoral responses in mice, di-
rected to the C terminus, leaving the question why naturally occurring
antibodies do not deplete HSP70i and prevent the stress protein from
inducing autoimmunity. Further analysis of the targeted sequence
within HSP70i revealed that circulating antibodies bind downstream
of our peptide of interest, offering an explanation for the coexistence
of HSP70i overexpression and vitiligo development. Elevated serum
levels of HSP70i have, in fact, been reported in coronary artery disease
patients, where it was likewise determined that such antibodies do not
affect disease expression (37).

Another vitiligo model included in our studies expresses a trans-
genic TCR to tyrosinase (22). The advantage of including this model is
that spontaneous depigmentation initiates even before animals be-
come available for vaccination. The ears and tail are then fully depig-
www.Science
mented, and hair depigmentation initiates by 4 weeks of age. When
DNA vaccination was initiated at 5 weeks of age, the pelage remained
black yet melanocytes were lost from the hair follicles. Animals un-
treated or vaccinated with empty vector DNA at that age show a com-
pletely depigmented pelage after the hair has regrown. However, in
animals treated with HSP70Q435A, the pelage returned pigmented;
thus, melanocyte precursors must have migrated from the hair bulge
to the follicle and differentiated to express tyrosinase, which is both
the antigen recognized by the transgenic TCR as well as the enzyme
responsible for pigmentation (38).

Using knockout mouse models, we demonstrated that both helper
and cytotoxic T cells are required for depigmentation. Moreover, in
both sets of vitiligo-prone mice, depigmentation was accompanied by
relevant T cell infiltration to the skin. In the Pmel-1 model, CD8+ T cells
were observed infiltrating the hair follicles where depigmentation takes
place. In the h3TA2 model, we observed infiltration by transgenic TCR-
expressing T cells that can react with remaining melanocytes (22). In
both models, responses were muted by HSP70iQ435A, attesting to its
amazing ability to deactivate an ongoing autoimmune response. Sev-
eral lines of evidence support a particular function for stress proteins in
DC activation. Similarly, an immature phenotype among DCs sup-
ports a regulatory function (39). Several recent studies suggest that
immunizing autoimmune patients with tolerogenic DCs as a means
of interfering with immune responses to self-antigens can be successful,
and CD11b-expressing myeloid-derived suppressor cells have been
widely implicated in tumor immune suppression (40, 41).

Last but not the least, we were able to induce elevated HSP70i ex-
pression, both wild-type and mutant, among lymphocytes collected
from gene gun–vaccinated human skin. This provides a platform to
translate our findings to a human setting; however, this is also a lim-
itation of the study. Whereas this study suggests that gene gun vacci-
nation may be effective in humans as well, current DNA applications
in humans do not make use of a gene gun. We have yet to find whether
Fig. 7. WT and mutant HSP70i differentially activate human skin T cells.
Skin explants were maintained submerged in control media supplemented

with or without 4 mg of WT or HSP70iQ435A (Q435A) protein for 6 days, and
T cell profiles were analyzed after gating for CD3 expression. (A) Eomes
expression was significantly up-regulated in T cells from WT and mutant
HSP70i-treated skin T cells. (B) T-bet expression is reduced among T cells
in response to HSP70iQ435A. (C) Together, the Eomes/T-bet ratios reveal an
effector versus memory phenotype in response to WT and mutant HSP70i,
respectively. (D) The T cell–homing receptor CLA is highly expressed
among T cells in response to WT HSP70i. n = 2. *P < 0.05, **P < 0.01.
Fig. 8. Transfected human skin expresses HSP70i. Skin biopsies were bio-
listically DNA-transfected with WT HSP70i (WT), HSP70i (Q435A), or
Q435A

empty vector and analyzed by flow cytometry 4 days later for expression
of HSP70i. Histograms display the relative expression and MFI for each vac-
cination. Note marked expression of HSP70i as well as its mutant variant
among cells collected from adult skin with the respective constructs. n = 3.
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other means of introducing DNA that are more readily supported by
the U.S. Food and Drug Administration will show similar results in
human skin, for example, tattooing or electroporation (42). Also, we
do not yet know whether dampening immune responses by skin
application of mutant HSP70i will have consequences for other,
more desirable immune responses and perhaps affect systemic im-
munity as well. It is also possible that additional peptides within
HSP70i affect DC activation and currently remain undetected, al-
though this will not necessarily affect our proposed use of HSP70iQ435A
in a therapeutic setting. Before performing an actual clinical trial, we
cannot be certain that the impact observed on immunocyte profiles
in human skin will likewise lead to improved skin pigmentation in
treated human patients. Such studies can, however, be further de-
signed following the results presented in our current article. Here, we
provide evidence for the positive impact of HSP70iQ435A on DC and T
cell profiles and show in vivo data demonstrating that HSP70iQ435A can
affect depigmentation and repigmentation in mice, strongly suggesting
that the same HSP70i variant will support repigmentation of lesional
skin in human patients.

In summary, the current study gives rise to a potential treatment
opportunity for vitiligo by introducing HSP70i with a single amino
acid modification. Preclinical data obtained in mouse models reflect-
ing the effector phase of the autoimmune depigmentation response
support the use of HSP70iQ435A in patients. We have demonstrated
that HSP70iQ435A DNA can be transfected in human skin and can
alter the immune profile toward an anti-inflammatory phenotype sim-
ilar to results observed in preclinical mouse models. The in vitro and
in situ data support the potential significance for human vitiligo; how-
ever, it remains to be determined whether the same construct will be ef-
fective when treating patients with active disease. DNA vaccination has
shown limited overall efficacy when applied to human subjects, yet
when applied toward dermatologic conditions, the use of electropora-
tion, for example, enables the next move to a clinical trial in perilesional
vitiligo skin using existing constructs (43). Should protein or peptide-
based constructs ultimately prove more effective than DNA-based
applications, the next step will be to define the minimal sequence to
exert an effect upon topical application. With the current strategy, the
therapeutic value of HSP70iQ435A can offer a potential treatment for
vitiligo.
D

MATERIALS AND METHODS

Mice
C57BL/6, B6.129S2-Cd4tm1Mak/J (CD4 knockout), B6.129S2-
Cd8atm1Mak/J (CD8 knockout), and the vitiligo-prone 78B6.Cg-
Thy1a/CyTg(TcraTcrb)8Rest/J (Pmel-1) gp100-reactive TCR transgenic
mice were purchased from Jackson Laboratories. Vitiligo-prone h3TA2
tyrosinase-reactive TCR transgenic mice were generated in the labo-
ratory of S.M. In Pmel-1 mice, the melanocyte-reactive, transgenic
TCR is CD8-dependent and is thus expressed on most of the CD8+

T cells. In these mice, relevant T cells are followed by virtue of CD8
expression. In h3TA2 mice, however, the major histocompatibility
complex class I–restricted, transgenic TCR was originally isolated from
human CD4+ tumor-infiltrating lymphocytes and functions inde-
pendent of CD8 co-receptor expression. Most of the transgenic T cells
are CD4−CD8− in this model (22). In these mice, transgenic T cells
were followed by CD3 expression and detection of the TCR transgene.
www.ScienceT
Mice were 5 to 6 weeks old when included in experiments. Animals
were gender-matched to wild-type controls where relevant. Experi-
ments included 10 mice per group and are repeated twice unless
stated otherwise in the figure legends. Mice were maintained in fa-
cilities approved by Loyola University Institutional Animal Care and
Use Committee regulations and adhered to guidelines provided by
the National Institutes of Health Guide for the Care and Use of Lab-
oratory Animals.

Human tissues
Blood samples (30 ml) were obtained from patients with active vitiligo,
defined as noticeable progression over the past 3 months. PBMCs
were purified over a Ficoll density gradient, washed in phosphate-
buffered saline, and stored in 10% dimethyl sulfoxide under liquid
nitrogen until further use. Four-millimeter punch biopsies were ob-
tained from the border of actively progressing vitiligo lesions in vol-
unteer patients attending the Loyola Dermatology outpatient clinic or
from patients undergoing unrelated surgeries at Rush University Med-
ical Center. Tissues and blood samples were obtained from three or
more patients per group, and staining was performed on 10,000 cells
per fluorocytometry sample. Immunohistochemical analysis was per-
formed at least in triplicate for each staining and on each tissue sam-
ple, on at least three sections for each staining. Actual sample sizes are
listed in the figure legends. Informed consent was obtained from pa-
tients, and all samples were obtained with approval from the Institu-
tional Review Board at Loyola University and at Rush University
Medical Center, adopting the principles described in the Declaration
of Helsinki.

Gene gun vaccinations
Vaccinations for all experiments were prepared as described previous-
ly (12) unless stated otherwise. Briefly, bullets were prepared by pre-
cipitating endotoxin-free plasmid DNA onto spermidine-coated gold
beads (Fluka BioChemika and Sigma-Aldrich) and used to coat sili-
cone tubing (Bio-Rad). All bullets were used within 14 days of prep-
aration and maintained under vacuum before use. Mice were prepared
for vaccination by biweekly abdominal hair removal with Nair
(Church and Dwight Co.) and vaccinated with a Helios Gene Gun
(Bio-Rad) under isoflurane anesthesia (E-Z Euthanex gas chamber,
E-Z Systems Corp.). Unless otherwise stated, mice were ventrally vac-
cinated weekly for four consecutive weeks with a 4.8-mg dose of total
DNA. Where combinations of plasmids were used, such DNA was
mixed 1:1 to the same total dose of DNA and combined to prepare
bullets.

Skin explant transfections and culture
For ex vivo skin explant gene transfections, skin from two volunteer
patients was biopsied and 1 mm × 2 mm skin pieces (three) were
placed on each Statamatrix matrix (Cytomatrix Pty Ltd.; a gift from
the laboratory of R. A. Clark, Brigham and Women’s Hospital, MA).
In one experiment, on day 10, the skin/matrix was transfected (4.8-mg
dose of total DNA) with wild-type or mutant (Q435A) HSP70i. On
day 14, media were collected and cells were stained for HSP70i expres-
sion. For another experiment (as indicated), the skin/matrix was
cultured in media only or with wild-type or mutant (Q435A) HSP70i
protein (4 mg/ml). Half of the skin T media were refreshed every 2 to
3 days. On day 6, media were collected and cells were stained for
transcription factors and homing markers.
ranslationalMedicine.org 27 February 2013 Vol 5 Issue 174 174ra28 10
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Evaluating depigmentation
Depigmentation was quantified by flatbed scanning of the ventral and
dorsal sides of mice under anesthesia immediately before the initial
vaccination and 4 weeks after final vaccination (6 months after the
final vaccination in Pmel-1 mice), and subsequent image analysis
was performed with Adobe Photoshop software (Adobe Systems
Inc.). The percent depigmentation was calculated from the largest
evaluable area as the percentage of pixels among >150,000 evaluated
with a luminosity above the cutoff level set to include 95% of pixels for
untreated mice (12). Mice were also photographed with a DSC-S950
SteadyShot digital camera (Sony) as indicated.

Immunohistology
After euthanasia, mouse skin biopsies from vaccinated sites were
snap-frozen in OCT compound (Sakura Finetek). Cryostat sections
(8 mm) were fixed in cold acetone, and indirect immunoperoxidase
staining procedures were performed essentially as described previously
(44). Tissue sections were treated with Super Block (ScyTek) to pre-
vent nonspecific antibody binding. Primary antibodies Ta99 to mouse
TRP-1 (mouse monoclonal; Covance), biotinylated 145-2C11 to CD3e
(Armenian hamster monoclonal; BD Pharmingen), biotinylated 53-6.7
to CD8a (mouse monoclonal; BioLegend), and 511 to Vb12 (mouse
monoclonal; Thermo Scientific) followed by horseradish peroxidase–
conjugated secondary antibodies [streptavidin, goat anti-mouse immuno-
globulin 2a (IgG2a), or goat anti-rat; Santa Cruz Biotechnology Inc.] were
used. Enzymatic detection was finalized with aminoethylcarbazole as
a substrate (Sigma). Staining was quantified as the number of cells per
square millimeter of skin observed by light microscopy (Nikon) and
Adobe Photoshop software (Adobe Systems Inc.).

Human skin sections were prepared as above. Primary antibodies
EP1345Y to human CD11b (rabbit monoclonal; Novus Biologicals),
B-ly6 to CD11c (mouse monoclonal; BD Pharmingen), 16H4L5 to
T-bet (rabbit monoclonal; Invitrogen), rabbit serum to Eomes452–618
(rabbit polyclonal; Novus Biologicals), and 49801 to CXCR3 (mouse
monoclonal; R&D Systems) followed by horseradish peroxidase–
conjugated secondary antibodies (streptavidin, goat anti-mouse IgG2a,
or goat anti-rabbit; Santa Cruz Biotechnology Inc.). Enzymatic detection
and quantification was performed as described above.

Site-directed mutagenesis
Human HSP70i and microbial DnaK were aligned in a BLAST search
to identify a 13–amino acid stretch as the putative DC-activating pep-
tide region within human HSP70. To test this, we next created vectors
with single- or double-nucleotide mutations in the putative DC-
binding region of human HSP70i (HSP70i435–447) using appropriate
primers to induce mutations in the sequence QPGVLIQVYEGER.
As a template for the site-directed mutagenesis, our expression vector
encoding HSP70i was used as described (12). In vitro mutagenesis of
HSP70 residues was performed on a double-stranded template with
polymerase chain reaction as previously described (45). Mutant se-
quences were verified by DNA sequencing (Sequenase version 2.0,
U.S. Biochemical Corp.). To verify protein expression, we transfected
COS7 cells (Invitrogen) with individual plasmids encoding human
HSP70i or mutant HSP70i plasmids using Lipofectamine (Invitrogen),
and we verified protein expression by Western blotting. Blots were
probed with anti-HSP70 antibody (rabbit polyclonal antibody SPA-811
or mouse monoclonal antibody SPA-810; Assay Designs) and horse-
radish peroxidase–conjugated secondary antibodies (goat anti-rabbit
www.ScienceT
or goat anti-mouse; Santa Cruz Biotechnology Inc.). Blots were devel-
oped with aminoethylcarbazole as a substrate (Sigma).

Activating immature DCs and in vitro cell cultures
Generation of DCs from human PBMCs was prepared from a mod-
ified protocol (27). Briefly, PBMCs were isolated on different occa-
sions from whole blood of healthy volunteers by Ficoll-Paque (GE
Healthcare) density gradient centrifugation. The experiment was per-
formed three times with samples from different donors. Subsequently,
monocytes were enriched with the EasySep Human Monocyte Enrich-
ment Kit (Stemcell Technologies) according to the manufacturer’s
instructions. Data from a representative experiment are shown. To
generate DCs, we maintained the cells in Teflon containers (Savillex) to
prevent adherence in RPMImedium (Mediatech Inc.) supplemented with
10% fetal bovine serum, penicillin (100 U/ml), streptomycin (100 mg/ml),
recombinant human GM-CSF (100 ng/ml) (Leukine, Berlex), and re-
combinant human IL-4 (25 ng/ml) (R&D Systems). On day 7, either
LPS (Sigma) or HSP70i (1 mg/ml) (BioVision) was added. To assess
the wild-type and HSP70iQ435A isoforms, we isolated His-tagged protein
from transfected COS7 cells with His-Select Spin Columns (Sigma) and
added it at a final concentration of 1 mg/ml to the DCs. After 24 hours,
expression of activation markers was assessed as described under flow
cytometry.

Flow cytometry
For experiments including the Pmel-1 mice, splenocytes were recov-
ered 25 weeks after the final vaccination and stained for the following
surface markers: CD3, CD8, CD11b, CD11c, CLA, CXCR3, F4/80,
and IgM-Thy1.2 (BD Biosciences). Initial gating was performed on
live nondebris singlets, with subsequent gating toward CD11c+ versus
CD11b+ cells using FACS LSR-II equipment (BD Biosciences). IgM+,
Thy1.2+, and CD3+ cells were excluded from the final gating. For in-
tracellular profiles, antibodies to CD62L, T-bet, Eomes, FoxP3, CD44,
and CD25 (eBioscience) were used. For experiments using in vitro–
generated human DCs from PBMCs, the cells were gently spun and
stained with mouse anti-human CD11c, CD80, CD83, CD86, and
HLA-ABC antibodies labeled with allophycocyanin, phycoerythrin,
phycoerythrin-cyan, fluorescein isothiocyanate, and V450 fluoro-
chromes, respectively (BD Biosciences). Initial gating was performed
on live nondebris singlets, with subsequent gating toward CD11c+

cells using FACSCanto II and FACS LSR-II equipment (BD Bio-
sciences). For ImageStream X (Amnis) analysis, cells were incubated
with primary antibodies SPA-820 toward HSP70i (Assay Designs) and
3D5 toward 6× His (histidine tag; Invitrogen) followed by phycoerythrin
goat anti-mouse IgG1 (BD Biosciences) and allophycocyanin goat anti-
mouse IgG2b (BD Biosciences) secondary antibodies, respectively.

Statistical analyses
All data are presented as means ± SEM, unless otherwise indicated.
Distributions of data and means were compared with Wilcoxon’s rank
sum test for depigmentation and immunohistochemistry data through-
out, and t tests allowing for unequal variance for fluorocytometry, and
Western blot data, except when skewness of the data suggested that
the rank test would be more appropriate. Degrees of freedom for two-
sample t tests were calculated with Satterthwaite’s formula. Two-sided
tests were performed except for two data sets where we are confirming
a previously reported increase or decrease only (Western blot probed
with SPA-810 and CXCR3 immunostaining of skin). Wilcoxon’s
ranslationalMedicine.org 27 February 2013 Vol 5 Issue 174 174ra28 11
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rank sum and t tests were calculated with Stata version 11 (StataCorp).
Graphs were made with Prism software (GraphPad). P values less than
0.05 were considered statistically significant.
SUPPLEMENTARY MATERIALS

www.sciencetranslationalmedicine.org/cgi/content/full/5/174/174ra28/DC1
Materials and Methods
Fig. S1. SPA-810 antibody recognizes the DC-activating region of HSP70i.
Fig. S2. The C terminus induces a humoral response to HSP70i in vaccinated mice.
Fig. S3. Dorsal images of Pmel-1 mice after HSP70i vaccination.
Fig. S4. Skin melanocytes are lost before treatment in h3TA2 mice.
Fig. S5. T cells are required for autoimmune depigmentation.
Fig. S6. The T cell–homing antigen CXCR3 is overexpressed in actively depigmenting vitiligo skin.
Fig. S7. Wild-type and mutant HSP70i differentially activate antigen-challenged human
peripheral blood cells.
Table S1. Vitiligo patient information.
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